AGER

ALOX12

ALOX15
ALOX5

AREG

ARG1

ATF2

BCL2L1

BCL6

BIRC2

C10A

c1aB

c2

c3

C3AR1

C4A

c5
c6

o7

c9

ceLit

[eRE]

ccL16

ccL17

ceL1g

ccL2

ccL20

ccL2t

ccL22

ccL23

ccL24

ccLs

Accession

NM 0011363

NM_000697.1

NM_001140.3
NM_000698.2

NM 001657.2

NM_000045.2

NM_001880.2

NM_138578.1

NM_001706.2

NM_001166.3
NM 015991.2
NM_000491.3
NM 0017334

NM_001734.2

NM_000063.3

NM_000064.2

NM_004054.2

NM_007293.2

NM_001735.2
NM_000065.2

NM_000587.2

NM_000562.2
NM_000066.2

NM 001737.3

NM 0029862

NM_005408.2

NM_004590.2

NM_002987.2

NM_006274.2

NM_002982.3

NM_004591.1

NM_002989.2

NM_002990.3

NM_145898.1

NM_002991.2

NM_002983.2

ias | Prev Symbol

RAGE

12-LOX, 125-LOX, LOG12

15-L0X-1, 15L0X-1
5-L0, 5-LOX, 5LPG, LOGS

AR, CRDGF, SDGF

CRE-BP1, CREB2, HB16, TREB7

BCL-XL/S, BCL2L, BCLX, BCLXL, BCLXS, Bel-X, PPP1RS2, bel-xL, bel-xS

BCLS, BCL6A, LAZ3, ZBTB27, ZNF51

APIL, HIAP2, Hiap-2, MIHB, RNF48, c-IAP1, CIAP1

co2

AHUSS, ARMDS, ASP, CPAMD1

AZ3B, C3AR, HNFAGO9

C4, C4A2, C4A3, C4A4, C4A, C4AD, C4S, CO4, CPAMD2, RG

CPAMDA

SCYALL

CKb10, MCP-4, NCC-1, NCC1, SCYA13, SCYL1

CKb12, HCC-4, ILINCK, LCC-1, LEC, LMC, Mtn-1, NCC-4, NCC4, SCYA16, SCYLA

A-152E5.3, ABCD-2, SCYA17, TARC

CKb11, ELC, MIP-3b, MIP38, SCYA19

GDCF-2, HC11, HSMCR30, MCAF, MCP-1, MCP1, SCYA2, SMC-CF

CKba, LARC, MIP-3-alpha, MIP-3a, MIP3A, SCYA20, ST38

6Ckine, CKbg, ECL, SCYA21, SLC, TCA4

ABCD-1, DC/B-CK, MDC, SCYA22, STCP-1

CK-BETA-8, CKb8, Ckb-8, Ckb-8-1, MIP-3, MIP3, MPIF-1, SCYA23

Ckb-6, MPIF-2, MPIF2, SCYA24.

G0S19-1, LD78ALPHA, MIP-1-alpha, MIP1A, SCYA3

nCounter Human Inflammation V2 Panel Gene List

GO Annotation*

Intrinsic To Plasma Membrane, Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane, Integral To Plasma Membrane, Plasma Membrane Part,Plasma Membrane,Signal
Transduction,Cell Surface Receptor Linked Signal Transduction Go 0007166, Defense
Response, Inflammatory Response,Response To Stress,Response To External

Stimulus,Response To W

Cytoplasmic Part,Membrane,Cytoplasm,Cytosol Plasma Membrane, Regulation Of Biological
Quality,Positive Regulation Of Cell Proliferation,Cell Development,Negative Regulation Of
Apoptosis,Programmed Cell Death,Regulation Of Growth, Carboxylic Acid Metabolic
Process,Fatty Acid Oxidation,Negative Regulation Of Cellular Process,Regulation Of Cell

Defense Respon: Response,Response To

tress,Response To External

timulus,Response To Wounding,O Activity

Oxidoreductase Activity

Region, Region Part,

Space,Cell Cell Signaling, Cell

Proliferation Go 0008283,Receptor Binding,Growth Factor Activity
Cytoplasm, Carboxylic Acid Metabolic Process,Glutamine Family Amino Acid Metabolic

Process, Amino Acid Metabolic Process,Cellular Cataboli

Process,Organic Acid Metabolic

Process, Nitrogen Compound Metabolic Process,Amino Acid Catabolic Process,Amine.
Catabolic Process,Amino Acid And Derivative Metabolic Process,Amine Metabolic

Process,Catabol

Rna Polymerase i Factor Activit

Coactivator Activity

Activator Activit Factor Bindiny

Cofactor Activity

Cytoplasmic Part,Cytoplasm, Mitochondrion, Regulation Of Biological Quality, Cell
N L

tive Regulation Of Apopt OF Localization, Signal
Transport Cell Death,Organelle Organization And
Bi Of Cellular Localization, Negati

Organelle Part,Non Membrane Bound Organelle,Nucleus,
Organelle Part,Cl

Membrane Bound Organell

Regulation Of Cellular Process,Regu
Replication Fork Intracellular Non

Part,Chromosome,Regulation Of Biological Quality,Rna Metabolic Process,Negative Regulation
Of Nucleobasenucleosidenucleotide And Nucleic Acid Metabolic Process, Nuclear

Import,Negative Regu

Positive Regulation Of Signal Transduction,Signal Transduction, Cell Surface Receptor Linked
Signal Transduction Go 0007166, Kappab Kinase Nf Kappab Cascade,Regulation Of Signal
Transduction,Positive Regulation Of I Kappab Kinase Nf Kappab Cascade,Protein Kinase
Cascade,Positive Regulation Of Biological Process, Positive Regulation Of Cellu

Region, Region Part, pace,
Complex,Protein Complex,Cell Cell Signaling
R Region Part,

Complex,Protein Complex

Serine Type Peptidase Activity,Endopeptidase Activity,Serine Hydrolase Activity,Peptidase

Activity,Serine Type Endopeptidase Activity

Serine Type Peptidase Activity,Endopeptidase Activity,Serine Hydrolase Activity,Peptidase

Activity,Serine Type Endopeptidase Activity

Region Region Part,

Space,Positive Regulation Of

Response To Stimulus,Positive Regulation Of Immune System Process,Defense
Response,Positive Regulation Of Immune Response,Positive Regulation Of Multicellular
Organismal Process,immune Effector Process, Adaptive Immune Response Go

0002460, Inflammatory.

Signal Transduction,Cell Surface Receptor Linked Signal Transduction Go 0007166,G Protein
Coupled Receptor Protein Signaling Pathway,Receptor Binding

Intrinsic To Plasma Membrane, Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane, Integral To Plasma Membrane, Plasma Membrane Part,Plasma
Membrane,Regulation Of Biological Quality,Signal Transduction,Cell Surface Receptor Linked
Signal Transduction Go 0007166, Defense Response,Inflammatory Response,Response To

Stress,Cellular C

Region Region Part,

pace,Regulation Of Kinase

Activity,Regulation Of Protein Kinase Activity,Regulation Of Molecular Function,Signal
Transduction,Cell Surface Receptor Linked Signal Transduction Go 0007166, Regulation Of
Transferase Activity,Positive Regulation Of Catalytic Activity, Defense Response

Intrinsic To Membrane,Membrane Part,Membrane,Pore Complex,Integral To

Membrane,Macromolecular Complex,Protein Complex
R Intrinsic To Membrane, Membrane P:

rt,Membrane,Pore

Complex,Extracellular Region Part,Integral To Membran
Complex,Protein Complex
Membrane

Intrinsic To Plasma Membrane, Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane, Integral To Plasma Membrane, Plasma Membrane Part,Plasma Membrane, Multi

Organism Process,Interaction With Host

Regulation Of Biological Quality,Response To Virus,Multi Organism Process,Biopolymer

Metabolic Process,Signal Defense Respon:

havior,

Behavior,Inflammatory Response, Response To Stress,Cellular Cation Homeostasis,Response
To Chemical Stimulus,Post Translational Protein Modification,Cellular Protein Metabolic

Proces

Region, Region Part,

Space,Regulation Of Biological

Quality,

ignal Transduction, Defense Response,Behavior, Locomotory Behavior,Cell Cell

Signaling,Inflammatory Response,Response To Stress, Cellular Cation Homeostasis,Response

To Chemical Stimulu Process, Cellular

is,Response To Ext

Behavior, Behavior,Cell Cell Signaling,Respon:

To Chemical Stimulus,Response To

External Stimulus,G Protein Coupled Receptor Binding,Chemokine Activity,Chemokine

Receptor Binding,Receptor Binding,Cytokine Activity

Signal Transduction,Cell Surface Receptor Linked Signal Transduction Go
0007166, Behavior,L Behavior, Organismal Cell Cell

ignaling,Response To Chemical Stimulus,Response To External Stimulus,G Protein Coupled
Receptor Protein Signaling Pathway,G Protein Coupled Receptor Binding,Chemokine

Activity,Chemokin

Regulation Of Biological Quality, Response To Virus, Multi Organism Process,Signal
Transduction,Behavior,Locomotory Behavior, Cellular Cation Homeostasis,Response To

Chemical Stimulus,Immune Response,Response To Biotic Stimulus, Response To Other
Organism, ic Process,C Immune System Process,Response To
External Stimu

R Region Part, Regulation Of Biological
Quality,Syst Jak Stat Cascade,Cell Negative Regulation O
poptosis,Viral Genome Replication,Biopolymer Metabolic Pr 1

Transduction,Reproductive Process,Cell Surface Receptor Linked Signal Transduction Go

0007166,

pace,Signal Defen:

Region Region Part,

Response,Behavior,

Cell Cell Signalin y Response,Respon:

To Stress,Response To Chemical Stimulus,immune Response,Immune System

Process,Response To External Stimulus, Response To Wounding,G Protein Coupled Receptor B
Defense Response,Beh: y Behavior, Cell Cell Signali
R R To Stress,R To Chemical Stimulus,immune Response,Immu
System Process,Response To External Stimulus,Response To Wounding,G Protein Coupled
Receptor Binding,Chemokine Activity,Chemokine Receptor Binding,Receptor Binding,Cytokine
Activity

Region, Region Part, pace,Response To Virus,Multi
Organism Pre ignal ion, Defense Response,Behavior, y Behavior,Cell
Cell Signalin Response,Response To Stress,Response To Chemical
Stimulus,Immune Response, Response To Biotic Stimulus,Response To Other Organism,Immun

Regulation Of Biological Quality,Signal Transduction,Cell Surface Receptor Linked Signal

Transduction Go 0007166, Defense Response, Behavior, Negative Regulation Of Cellular
R

To

Pre y Behavior,Cell Cell Signali
t Cellular Cation R To Chemical Stimulus, N
Response,Homeost

signal Defense Response,Behavior, y Behavior, Cell Cell
ignalin y Response, Response To Stress,Response To Chemical

Stimulus,Immune Response,immune System Process,Response To External
Stimulus,Response To Wounding,G Protein Coupled Receptor Binding,Chemokine

Activity,Chemokine Receptor Binding,Receptor Bindi

Cell Fraction,Soluble Fraction,Regulation Of Biological Quality,Viral Genome

Replicat Of Localizat tory Path

Transduction,Reproductive Process,Secretion By Cell,Cell Surface Receptor Linked Signal

Go 0007166,0rganelle Organization And Bi

Of Cellular

Localization, Viral In

advanced glycosylation end product-specific receptor

arachidonate 12-lipoxygenase

arachidonate 15-lipoxygenase
arachidonate 5-lipoxygenase

amphiregulin

arginase, liver

activating transcription factor 2

BCL2-like 1

B-cell CLL/lymphoma 6

baculoviral IAP repeat containing 2

complement component 1, g subcomponent, A chain
complement component 1, q subcomponent, B chain
complement component 1, r subcomponent

complement component 1, s subcomponent

complement component 2

complement component 3

complement component 3a receptor 1

complement component 4A (Rodgers blood group)

complement component 5
complement component 6

complement component 7

complement component 8, alpha polypeptide
complement component 8, beta polypeptide

complement component 9

chemokine (C-C motif) ligand 11

chemokine (C-C motif) ligand 13

chemokine (C-C motif) ligand 16

chemokine (C-C motif) ligand 17

chemokine (C-C motif) ligand 19

chemokine (C-C motif ligand 2

chemokine (C-C motif) ligand 20

chemokine (C-C motif) ligand 21

chemokine (C-C motif) ligand 22

chemokine (C-C motif) ligand 23

chemokine (C-C motif) ligand 24

chemokine (C-C motif) ligand 3
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ccLa

ccLs

ceLr

ccLs

CCR1

CCR2

CCR3

CCR4.

CCR7

CD163

CD4o

CD40LG

CDS5

CD86

cDpc42

CFL1

CREB1

CSF1

CsF2

CSF3

cxcLt

CXCL10

cxcL2

CXcL3

CXCL5

CXCL6

NM_002984.2

NM_002985.2

NM_006273.2

NM_005623.2

NM_001295.2

NM_001123041.2

NM_001837.2

NM_005508.4

NM_001838.2

NM 004244.4

NM 0006163

NM 0012504

NM_000074.2

NM_000574.3

NM_175862.3

NM_001039802.1

NM_005194.2
NM_001710.5

NM 001928.2

NM_005507.2

NM_134442.2

NM_000567.2

NM_000757.4

NM_000758.2

NM_000759.2

NM_001511.1

NM_001565.1

NM_002089.3

NM 0020902

NM_002994.3

NM 0029933

ACT2, AT744.1, G-26, HC21, LAG-1, LAG1, MIP-1-beta, MIP1B, MIP1B1, SCYA2, SCYA4.

D175136€, RANTES, SCYAS, SISd, TCP228

FIC, MARC, MCP-3, MCP3, NC28, SCYA6, SCYA7

HC14, MCP-2, MCP2, SCYA10, SCYA8

CD191, CKR-1, CKR1, CMKBR1, HM145, MIP1aR, SCYARL

CC-CKR-2, CCR-

, CCR2A, CCR28, CD192, CKR2, CKR2A, CKR2B, CMKBR2, MCP-1-R

CC-CKR-3, CD193, CKR3, CMKBR3

CC-CKR-4, CD194, CKR4, CMKBR4, ChemR13, HGCN:14099, K5-5

BLR2, CD197, CDW197, CMKBRY, EBIL

M130, MM130

CDamut

BpS0, COW40, TNFRSFS, pSO

CD154, CD40L, HIGML, IGM, IMD3, T-BAM, TNFSFS, TRAP, gp39, hCD40L

CR, CROM, DAF, TC

, B7.2, B70, CD28LG2, LAB72

CDCA2Hs, G25K

C/EBP-beta, CRP2, ILGDBP, LAP, NF-IL6, TCFS.
AHUS4, BF, BFD, CFAB, FB, FBI12, GBG, H2-Bf, PBF2

ADIPSIN, ADN, DF, PFD

CFL
CREB

PTX1

CSF-1, MCSF

GMCSF

C170rf33, CSF305, GCSF

FSP, GRO1, GROa, MGSA, MGSA-a, NAP-3, SCYB1

C7, IFI10, INP10, IP-10, SCYB10, crg-2, gIP-10, mob-1

CINC-2a, GRO2, GROb, MGSA-b, MIP-2a, MIP2, MIP2A, SCYB2

CINC-2b, GRO3, GROg, MIP-2b, MIP28, SCYB3

ENA-78, SCYB5

CKA-3, GCP-2, GCP2, SCYB6

Region Part, pace,Response To Virus,Multi
Organism Process, Viral Genome Replication,Signal Transduction,Reproductive
Process,Anatomical Structure Morphogenesis Viral Infectious Cycle Viral Reproductive
Process,Defense Response,Viral ion,Cell Cell Sign

Resp

Regulation Of Biological Quality,Response To Virus,Multi Organism Process,Establishment Of

Localizati tory Pathway, Signal retion By Cel, of Cellular
Localization, Defense R Behavior, L Behavior,Cell Cell Signaliny Y
R R To Stress,Cellular Cation Respon
Region Part, pace,Regulation O Biological
Behavior, y Cell Cell Signaling,Cellular Cation
ponse To Chemic i ic Pre Cellular
is,Response To i Chemical is,lon is,Cation

Response To Virus,Multi Organism Process,Establishment Of Localization, i Tri Valent
Inorganic Cation Transport,Secretory Pathway,Signal Transduction,Secretion By

Cell, Of Cellular Localizati i y Behavior,Calcium lon
Transport,Cell Cell Signaling,Metal lon Transport,Response To Chemical Stimulus,Response To
Intrinsic To Plasma Membrane,Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane,Integral To Plasma Membrane,Plasma Membrane Part,Plasma
Membrane,Regulation Of Biological Quality,Signal Transduction,Cell Surface Receptor Linked
Signal Transduction Go 0007166, Defense Response,Cell Cell Signaling,Inflammatory
Response,Response

Intrinsic To Plasma Membrane,Intrinsic To Membrane,Membrane
Part,Membrane,Cytoplasm,Cell Fraction, Integral To Membrane, Integral To Plasma
Membrane,Plasma Membrane Part,Plasma Membrane,Soluble Fraction, Regu\zuon of
Biological Quality,Jak Stat Cascade, Regulation Of Molecular Function,Si Cell
Surface Receptor Linked Signal T

Intrinsic To Plasma Membrane,Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane,Integral To Plasma Membrane,Plasma Membrane Part,Plasma
Membrane,Regulation Of Biological Quality,Signal Transduction,Cell Surface Receptor Linked
Signal Transduction Go 0007166, Defense Response,Behavior,Locomotory
Behavior,Inflammatory Response,
Intrinsic To Plasma Membrane,Intrinsic To M
Membrane, Integral To Plasma Membrane,Plasma Membrane Part,Plasma
Membrane,Regulation Of Biological Quality,Defense Response,Behavior, Locomotory
Behavior, R R To Stress,Cellular Cation Respon

To Chemical Stimulus Imm

Intrinsic To Plasma Membrane,Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane,Integral To Plasma Membrane,Plasma Membrane Part,Plasma
Membrane,Regulation Of molog.cal Qualty,Defense Response,Behavior Locomotory

Cellular Cation Respon

brane,Membrane Part,Membrane, Integral To

havior, pon:

To Chemical Stimulus, e

Intrinsic To Plasma Membrane, Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane, Integral To Plasma Membrane, Plasma Membrane Part,Plasma Membrane

Membrane,Plasma Membrane, System Development,Multi Organism Process,Regulation Of
Kinase Activity,Cell Activation, Regulation Of Protein Kinase Activity,Regulation Of Molecular
Function, ion,Regulation Of Transferase Activity, i

System Development,Positive Regulation Of Catalytic Activity,Sexual Reproduc
Intrinsic To Plasma Membrane, Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane, Integral To Plasma Membrane, Plasma Membrane Part,Plasma Membrane, Positive
Regulation Of Signal Transduction,Macromolecular Complex Assembly,Signal
Transduction,Defense Response,| Kappab Kinase Nf Kappab Cascade,Regulation Of Signal
Transduction,P

Intrinsic To Plasma Membrane,Intrinsic To Membrane, Membrane Part, Membrane,Cell
Fraction,Integral To Membrane,Integral To Plasma Membrane,Plasma Membrane Part,Plasma
Membrane,Soluble Fraction,Regulation Of Biological Quality,Dna Metabolic Process, System

Negative Regulation Of Apoptosis,Cell Activation
Intrinsic To Plasma Membrane, Intrinsic To Membrane,Membrane Part,Membrane, Cell
Fraction, Integral To Membrane, Lipid Raft, Integral To Plasma Membrane,Plasma Membrane
Part,Plasma Membrane, Soluble Fraction, Regulation Of Biological Quality Cellular Cation

ic Process, Cellular Chemical lon

Homeostasis,

Positive Regulation Of Cell Immune Response, Cell Proliferation Go

0008283, Immune System Process,Positive Regulation Of Biological Process,Positive Regulation
Of Cellular Process,Regulation Of Cell Proliferation

Membrane,Cytoplasm,Cell Projection,Plasma Membrane, System

omplex bly,Regulati olAnzmm\cz\ Structure
Immune System Ory Organization And
Bi Anatomical Structure Actin Filament Based P Regulation Of

Protein Metabolic Process,Negative R
Nucleus,Rna Metabolic Process,Biopolymer Metabolic
Process, Nucleobasenucleosidenucleotide And Nucleic Acid Metabolic Process,Transcription

Dna Dependent, Defense Response,Rn: ic Pr
Response Response To Stress,Immune Response, Immune System
Pr ion,Response To Acut yResp

Proteolysis,Cellular Protein Metabolic Process,Protein Metabolic Process,Cellular
Macromolecule Metabolic Process,Serine Type Peptidase Actwlly,EnduDEDudase

chemokine (C-C motif)ligand 4

chemokine (C-C motif) ligand 5

chemokine (C-C motif) ligand 7

chemokine (C-C motif) ligand 8

chemokine (C-C motif) receptor 1

chemokine (C-C motif) receptor 2

chemokine (C-C motif) receptor 3

chemokine (C-C motif) receptor 4

chemokine (C-C motif) receptor 7

CD163 molecule

CD4 molecule

€D40 molecule, TNF receptor superfamily member 5

€D40 ligand

CDS5 molecule, decay accelerating factor for complement (Cromer blood group)

CD86 molecule

cell ivision cycle 42 (GTP binding protein, 25kDa)

CCAAT/enhancer binding protein (C/EBP), beta
complement factor B

Activity,Serine Hydrolase Activity,Peptidase Activity,Serine Type
Cytoplasm,Nucleus,Cell Development, Negative Regulation Of Apoptosis,Signal
Transduction,Programmed Cell Death,Organelle Organization And Biogenesis, A
Based Process,Negative Regulation Of Cellular Process,Regulation Of Developmental
Process,Ras Protein Signal Transduction,Actin Cytoskeleton Organization And Biogenesis, Anti

Factor Activit Factor Binding,Dna

Binding,Transcription Cofactor Activity.
Defense Response,Inflammatory Response,Response To Stress, Response To External
Stimulus,Response To Wounding

System Development,Positive Regulation Of Cell Proliferation,Hemopoiesis, mmune System
Myeloid Cell Di Leukocyte Organismal
Myeloid Leukocyte ic Or Lymphoid Organ
Cell Proliferation Go Immune System Process,Anatomical Structure D
Hematopoietin Interferon Classd200 Domain Cytokine Receptor Binding,Receptor
Binding,Cytokine Activity,Growth Factor Activity

Region Part, Space Positive Regulation Of Cell

Organismal Cell Go 0008283 Positive
Regulation Of Biological Process,Positive Regulation Of Cellular Process,Regulation Of Cell
Proliferation, Hemampmeun Interferon Classd200 Domain Cytokine

i Region Part, tem
Nervous System ignal Cell Surface Receptor Linked

signal Go 0007166,0rganelle Organization And Biogenesis, Def
Response,Actin Filament Based Process,Behavior,Negative Regulation Of Cellular
Process,Locomotory Beha

Muscle Development,System Development,Positive Regulation OF Cell Proliferation,Signal
Transduction,Cell Surface Receptor Lmked Slgnal Transduction Go 0007166, Defense

Response,Behavior, y Organismal Cell Cell

ignalin Response,Response To Stress, Response To Chemical Stimulus,Cell Pr
Region, Cell Fraction Region Part, lubl

Fraction, Defense R Behavior,L Behavior, R R

To Stress,Response To Chemical Stimulus, Response To External Stimulus,Response To
Wounding,G Protein Coupled Receptor Binding,Chemokine Activity,Chemokine Receptor Bi

Region Part, Space,G Protein Coupled Receptor
Binding,Chemokine Activity,Chemokine Receptor Binding,Receptor Binding,Cytokine Activity
Positive Regulation Of Cell ignal Behavior,
Behavior,Cell Cell Signaling,Response To Chemical Stimulus, Cell Proliferation Go
0008283, Positive Regulation Of Biological Process,Response To External Stimulus, Positive
Regulation Of Cellular Process,Regulation Of Cell Proliferation,G Protein Coupled Recepto

Signal Transduction, Defense Response,Behavior, Locomotory Behavior, Cell Cell
Signaling,Inflammatory Response,Response To Stress,Response To Chemical
Stimulus,Response To External Stimulus,Response To Wounding,G Protein Coupled Receptor
Binding,Chemokine Activity,Chemokine Receptor Binding,Receptor Binding,Cytokine Activity

factor D (adipsin)

cofilin 1 (non-muscle)
CAMP responsive element binding protein 1

C-reactive protein, pentraxin-related

colony stimulating factor 1 (macrophage)

colony stimulating factor 2 (granulocyte-macrophage)

colony stimulating factor 3 (granulocyte)

chemokine (C-X-C motif) igand 1 (melanoma growth stimulating activity, alpha)

chemokine (C-X-C motif) igand 10

chemokine (C-X-C motif) ligand 2

chemokine (C-X-C motif) ligand 3

chemokine (C-X-C motif) ligand 5

chemokine (C-X-C motif) ligand 6 (granulocyte chemotactic protein 2)


http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002984.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002985.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_006273.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_005623.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001295.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001123041.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001837.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_005508.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001838.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_004244.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000616.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001250.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000074.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000574.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_175862.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001039802.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_005194.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001710.5
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001928.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_005507.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_134442.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000567.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000757.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000758.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000759.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001511.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001565.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002089.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002090.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002994.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002993.3

cxcLe
CXCR1
CXCR2

CXCR4

CYSLTR1
CYSLTR2

DDIT3

DEFA1

ELK1

FASLG

FLT1

FXYD2

GNAQ

GNAS

GNB1

GNGT1

GRB2

HDAC4

HIF1A

HLA-DRA
HLA-DRB1

HMGB1

HMGB2

HMGN1

HRAS
HSH2D

HSPB1
HSPB2

IF144
IFIT1
IFIT2
IFIT3
IFNA1

IFNB1

IFNG

NM_002416.1
000634.2
NM_001557.2

NM.

003467.2

NM,

NM_006639.2
020377.2

NM.

NM_001350.3

NM,

004083.4

004084.2

NM

005229.3

NM

000639.1

NM

002019.4

NM

005252.2

NM

NM

021603.3

NM

002072.2

080425.1

NM

NM

0020743

NM.

021955.3

NM_203506.2

006037.3

NM,

NM_001530.2

NM.

019111.3

NM

002124.1

002128.4

NM.

NM

001130688.1

004965.6

NM,

NM_005343.2
NM_032855.2

NM_001540.3
NM_001541.3

006417.4

NM
NM
NM
NM
NM

001548.3
001547.4
001031683.2
024013.1

002176.2

NM

NM

000619.2

CMK, Humig, MIG, SCYBY, crg-10
C-C, C-C-CKR-1, CD128, CD181, CDW128a, CKR-1, CMKARI, IL8R1, IL8RA, IL8RBA
CD182, CDW128b, CMKAR?, IL8R2, IL8RA, IL8RB

CD184, D25201E, FB22, HM89, HSY3RR, LAP3, LCR1, LESTR, NPY3R, NPYR, NPYRL, NPYY3R,

WHIM

CYSLT1, CYSLTIR, CYSLTR, HGSS, HMTMF81
CYSLT2, CYSLT2R, HGS7, HPN321, KPG_011, hGPCR21

BING2, DAP6, EAP1

CEBPZ, CHOP, CHOP-10, CHOP10, GADD153

DEF1, DEFA2, HNP:

ALPS1B, APT1LG1, CD178, CD95-L, CDISL, FASL, TNFSF6

FLT, FLT-1, VEGFR-1, VEGFR1

AP-1, C-FOS, p55

ATP1G1, HOMG2

G-ALPHA-q, GAQ

AHO, C200rf45, GNAS1, GPSA, GSA, GSP, NESP, PHP1A, PHP1B, PHP1C, POH

GNG1

ASH, EGFRBP-GRB2, Grb3-3, MST084, MSTP084, NCKAP2

AHO3, BDMR, HA6116, HD4, HDAC-4, HDAC-A, HDACA

HIF-1A, HIF-1alpha, HIF1, HIF1-ALPHA, MOP1, PASDS, bHLHe78

HLA-DRA1, MLRW.
DRB1, DRw10, HLA-DR18, HLA-DRB, SS1

HMG1, HMG3, SBP-1

HMG2

HMG14

C-BAS/HAS, C-H-RAS, C-HA-RAS1, CTLO, H-RASIDX, HAMSV, HRAS1, K-RAS, N-RAS, RASH1

ALX, HSH2

CMT2F, HMN2B, HS.76067, HSP27, HSP28, Hsp25, SRP27
HSP27, Hs.78846, LOH11CR1K, MKBP.

MTAP44, pad
€56, G10P1, IFI-56, IFI-S6K, IFIS, IFIT-1, IFNAIL, ISGS6, P56, RNMS61
G10P2, GARG-39, IFI-54, IFI-54K, IFIS4, IFIT-2, 15G-54 K, ISG-54K, ISG54, cigd2
CIG-49, GARG-49, IFIGO, IFIT4, IRG2, ISG60, RIG-G

IFL, IFN, IFN-ALPHA, IFN-alphaD, IFNA13, IFNA@

IFB, IFF, IFNB.

IFG, IFI

Regi Region Part, ignal
Surface Receptor Linked Signal Transduction Go 0007166, Defense

Response,Behavior,Locomotory Behavior,Cell Cell Signaling,Inflammatory Response,Response
To Stress,Response To Chemical Stimulus,Response To External Stimulus, Response To

Wounding,G Prot

Intrinsic To Plasma Membrane, Intrinsic To Membrane, Membrane

Part,Membrane,Cytoplasm,Integral To Membrane, Integral To Plasma Membrane, Leading
Edge,Plasma Membrane Part,Plasma Membrane,Regulation Of Biological Quality,Response To

Virus, Multi Organism Process, Cell Regulation Of Kinase Activity,R
Protein Kinase Activity

Intrinsic To Plasma Membrane,Intrinsic To Membrane,Membrane Part,Membr

Fraction, Integral To Membrane,Integral To Plasma Membrane,Membrane Fraction,Plasma
Membrane Part,Plasma Membrane, Regulation Of Biological Quality,Defense Response,Cellular
Cation P Cellul Gaseous
Exchange,C

Cytoplasm,Nucleus,Rna Metabolic Process, Negative Regulation Of

Nucleobasenucleosidenucleotide And Nucleic Acid Metabolic Process,Negative Regulation Of
Cellular Metabolic Process,Cell Regulation Of Kinase Activity,Regulation Of

Protein Kinase Activity,Biopol

Metabolic Pre Regulation Of Molecular Function,

Transduc
Regulation Of Biological Quality, Rna Metabolic Process,Biopolymer Metabolic

Process,Nucleobasenucleosidenucleotide And Nucleic Acid Metabolic Process,Response To
Endogenous Stimulus, Transcription Dna Dependent,Rna Biosynthetic Process,Regulation Of
ic Process,Response To Stress,Regulation Of Cellular Metabolic Process,Regulation

o

Behavior,Locomotory Behavior,Response To Chemical Stimulus,Immune Response,Immune

System Process,Response To External Stimulus

Rna Metabolic Process,Positive Regulation Of Transcriptiondna Dependent, Biopolymer

Metabolic Process, Positive Regulation Of Transcription From Rna Polymerase Ii

Promoter,Nucleobasenucleosidenucleotide And Nucleic Acid Metabolic Process, Transcription
Dna Dependent,Positive Regulation Of Nucleobasenucleosidenucleotide And Nucleic Acid

Metabo

Intrinsic To Plasma Membrane, Intrinsic To Membrane,Membrane Part,Membrane, Integral To
Membrane, Integral To Plasma Membrane, Plasma Membrane Part,Plasma Membrane, Positive

Regulation Of Signal ion,Cell ignal T

Death,| Kappab Kinase Nf Kappab Cascade,Regulation Of Signal Transduction,Regulation
Intrinsic To Plasma Membrane,Extracellular Region,Intrinsic To Membrane,Membrane
Part,Membrane, Extracellular Region Part,Integral To Membrane, Integral To Plasma
Membrane Extracellular Space, Plasma Membrane Part,Plasma Membrane,Multi Organism
Process,Positive Regulation Of Cell Proliferation, Female Pregnancy,Reproductive Process,Cell

Prolif

Nucleus,Dna Metabolic Process,Rna Metabolic Process,One Carbon Compound Metabolic
Process, Biopolymer Metabolic Process,Nucleobasenucleosidenucleotide And Nucleic Acid
Metabolic Process, Transcription Dna Dependent, Defense Response,Rna Biosynthetic
Process,Regulation Of Transcription From Rna Polymerase Ii Promoter, Inflammatory

Response,Resp

Hydrolase Activity Acting On Acid Anhydrides,Active Transmembrane Transporter

Movement Of lons.

Activity, Atpase Activity Coupled To

Mechanism,Substrate Specific Transmembrane Transporter Activity,Hydrolase Activity Acting
i i ubstrate Specific

On Acid Movement Of

Trans.

Membrane,Cytoplasm,Plasma Membrane,Regulation Of Biological Quality,Regulation Of

Hydrolase Activity,Hemostasis,G Protein Signaling Coupled To Ip3 Second
Messengerphospholipase C Activating,Regulation Of Molecular Function,Signal

Transduction,Phospholipase C Activation,Cell Surface Receptor Linked Signal Transduction Go

0007166, Positive Re

Extrinsic To Plasma Membrane,Organelle Part,Golgi Membrane,Intrinsic To

Membrane,Cytoplasmic Part,Membrane Part,Golgi Apparatus,Membrane,Cytoplasm,Golgi
Apparatus Part,Organelle Membran tem, Organelle
Part,Macromolecular Complex,Trans Golgi Network,Protein Complex,Extrinsic To

Membrane,Plasma Membrane Part,Pla

Signal Transduction,Cell Surface Receptor Linked Signal Transduction Go 0007166,Ras Protein
Signal Transduction,G Protein Coupled Receptor Protein Signaling Pathway,Intracellular
Signaling Cascade,Small Gtpase Mediated Signal Transduction, Hydrolase Activity Acting On

Acid Anhydrides,Nucleoside Triphosphatase Activity,Gtpase Activity,Pyroph

Hydrolase Activity Acting On Acid Anhydrides,Nucleoside Triphosphatase Activity,Gtpase

Activity,Pyrophosphatase Activity

Cytoplasmic Part,Cytoplasm,Cytosol,Enzyme Linked Receptor Protein Signaling

Pathway, Insulin Receptor Signaling Pathway,Signal Transduction,Cell Surface Receptor Linked
Signal Transduction Go 0007166, Ras Protein Signal Transduction,Cell Cell Signaling Epidermal
Growth Factor Receptor Signaling Pathway, Transmembrane Receptor Protein Tyrosine

Organelle Part,Nuclear Part,Cytoplasm,Organelle Lumen,Nuclear

Lumen,Nucleus,Histone Deacetylase Complex,Membrane Enclosed Lumen,Nucleoplasm

Part, Organelle Part, mpl iption Factor
Complex,Protein Complex,Rna Metabolic Process,Muscle Development,System
Development,Nervous System Development,

Nucleoplasm,Organelle Part,Nuclear Part,Organelle Lumen,Nuclear

Lumen,Nucleus,Membrane Enclosed Lu Part, Organelle
Part,Macromolecular Complex, Transcription Factor Complex,Protein Complex,Regulation Of
Biological Quality,Rna Metabolic Process,Positive Regulation Of Transcriptiondna

Dependent,Biopolymer Metabolic

Cytoplasmic Part,Lytic Vacuole,Membrane,Cytoplasm,Vacuole, Lysosome, Plasma Membrane

Non Membrane Bound Organelle,Nucleus,Intracellular Non Membrane Bound

Organelle,Condensed Chromosome, Chromosome,Dna Metabolic Process,Rna Metabolic
Process,Dna Repair,Negative Regulation Of Nucleobasenucleosidenucleotide And Nucleic Acid

Metabolic Process,Negative Regulation Of Cellular Metabolic Process,Cell
Development,Negative Regulatio

Organelle Part,Cytoplasmic Part,Nuclear Chromosome, Nuclear Part,Cytoplasm,Non
Membrane Bound Organelle, Nucleus,Perinuclear Region Of Cytoplasm, Intracellular Non

Membrane Bound Organelle, Intracellular Organelle Part,Condensed
Chromosome, Chromosome, Dna Metabolic Process,Rna Metabolic Process,Dna
Repair,Biopolymer Metabolic Process,Nucleobase

Organelle Part,Chromatin,Non Membrane Bound Organelle, Nucleus,Intracellular Non

Membrane Bound Organell Organelle Part,C| Part,Ct
y Ii iption Factor Activi Elongation Regulator Activity,Dna
Binding
Membrane,Cytoplasm,Plasma Membr t ignal T
Surface Receptor Linked Signal Transduction Go 0007166,Anatomical Structure
Behavi i Organismal

Morphogenesis,Response To Chemical Stimulus, Anatomical Structure Development,Response

To External St

Cell Surface,Cytoplasm,Non Membrane Bound Organelle,Cytoskeleton,Intracellular Non

Membrane Bound Organelle,Cell Development,Negative Regulation Of

Apoptosi omplex Assembl Process,

Death, Initiation, Regulation OF Initiation,Regulation OF

Translation,Regulation Of Prot
Cytoplasmic Part,Cytoplasm,Cytosol,Enzyme Activator

Organism

Regulation Of Hydrolase Activity,Cell Development,Regulation Of Molecular Function,Signal
Transduction,Cell Surface Receptor Linked Signal Transduction Go 0007166,Programmed Cell
Death,Positive Regulation Of Catalytic Activity,Regulation Of Developmental Process, Positive

Regulation Of Hydrolase Activity,Positive Regulation Of Caspase Activ

Signal Transduction,Cell Surface Receptor Linked Signal Transduction Go 0007166,Cytokine
Production,Positive Regulation Of Multicellular Organismal Process,Regulation Of Cytokine
Production,Positive Regulation Of Biological Process,Regulation Of Multicellular Organismal

Process,Positive Regulation Of Cytokine Production,Hematopoietin Inter

Enzyme Regulator Activity
Response To Virus,Multi Organism Process,Response To Biotic Stimulus,Response To Other

chemokine (C-X-C motif) ligand 9
chemokine (C-X-C motif) receptor 1
chemokine (C-X-C motif) receptor 2

chemokine (C-X-C motif) receptor 4

cysteinyl leukotriene receptor 1
cysteinyl leukotriene receptor 2

death-domain associated protein

DNA-damage-inducible transcript 3

defensin, alpha 1

ELK1, member of ETS oncogene family

Fas ligand (TNF superfamily, member 6)

fms-related tyrosine kinase 1 (vascular endothelial growth
receptor)

FBJ murine osteosarcoma viral oncogene homolog

FXYD domain containing ion transport regulator 2.

guanine nucleotide binding protein (G protein), q polypeptide

GNAS complex locus

guanine nucleotide binding protein (G protein), beta polypeptide 1

factor

guanine nucleotide binding protein (G protein), gamma transducing activity polypeptide 1

growth factor receptor-bound protein 2

histone deacetylase 4

hypoxia inducible factor 1, alpha subunit (basic helix-loop-helix transcription factor)

major histocompatibility complex, class I, DR alpha
major histocompatibility complex, class II, DR beta 1

high mobility group box 1

y group box 2

high mobility group nucleosome binding domain 1

v-Ha-ras Harvey rat sarcoma viral oncogene homolog
hematopoietic SH2 domain containing,

heat shock 27kDa protein 1
heat shock 27kDa protein 2

interferon-induced protein 44

interferon-induced protein with tetratricopeptide repeats 1
interferon-induced protein with tetratricopeptide repeats 2
interferon-induced protein with tetratricopeptide repeats 3
interferon, alpha 1

interferon, beta 1, fibroblast

interferon, gamma


http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002416.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000634.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001557.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_003467.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_006639.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_020377.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001350.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_004083.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_004084.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_005229.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000639.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002019.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_005252.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_021603.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002072.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_080425.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002074.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_021955.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_203506.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_006037.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001530.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_019111.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002124.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002128.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001130688.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_004965.6
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_005343.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_032855.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001540.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001541.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_006417.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001548.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001547.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001031683.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_024013.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_002176.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_000619.2

IL10

IL10RB

L1

IL12A

1128

13

IL15

IL17A

18

IL18RAP

IL1A

IL1B

IL1R1

IL1RAP

IL1RN

2

21
22

IL22RA2
IL23A
IL23R

3

L4

ILs

L6

IL6R

L7

%]

Lo

IRF1

IRF3
IRF5

NM_000572.2

NM_000628.3

NM_000641.2

NM_000882.2

NM 002187.2

NM_002188.2

NM_000585.3

NM_002190.2

NM_001562.2

NM 0038532

NM 0005753

NM 0005762

NM_000877.2

NM 002182.2

NM_173842.1

NM_000586.2

NM_021803.2
NM_020525.4

NM_181309.1
NM_016584.2
NM_144701.2

NM_000588.3

NM_000589.2

NM_000879.2

NM_000600.1

NM_000565.2

NM_000880.2

NM_000584.2

NM_000590.1

NM 002198.1

NM_001571.5
NM_002200.3

CSIF, GVHDS, IL-10, IL10A, TGIF

CDW2108, CRF2-4, CRFB4, D21558, D21566, IL-10R2

AGIF, IL-11

CLMF, IL-12A, NFSK, NKSF1, P35

CLMF, CLMF2, IL-12B, NKSF, NKSF2

ALRH, BHRY, IL-13, P600

IL-15

CTLAS, IL-17, IL-17A, IL17

IGIF, IL-18, IL-1g, IL1F4

ACPL, CD218b, CDw218b, IL18RB

IL-1A, IL1, IL1-ALPHA, ILIF1

IL-1, IL1-BETA, IL1F2

CD121A, D251473, IL-1R-alpha, ILIR, ILIRA, P8O

C30rf13, IL-1RACP, ILIR3

DIRA, ICIL-1RA, IL-1RN, IL-1ra, IL-1ra3, IL1F3, IL1RA, IRAP, MVCD4

1L-2, TCGF, lymphokine

1L-21, 7a11
1L-21, 1L-22, IL-D110, IL-TIF, ILTIF, TIFIL-23, TIFa, zcytol8

CRF2-10, CRF2-51, CRF2X, IL-22BP, IL-22RA2
1L-23, IL-23A, 1L23P19, P19, SGRF

1L-3, MCGF, MULTI-CSF

BCGF-1, BCGF1, BSF-1, BSF1, IL-4

EDF, IL-5, TRF

BSF2, HGF, HSF, IFNB2, IL-6

CD126, IL-6R-1, IL-6RA, IL6Q, ILGRA, IL6RQ, gp8O

CXCL8, GCP-1, GCP1, LECT, LUCT, LYNAP, MDNCF, MONAP, NAF, NAP-1, NAP1

HP40, IL-9, P40

IRF-1, MAR

SLEB1O

Negative Regulation Of Cellular Metabolic Process,System Development,Multi Organism
Process,Negative Regulation Of Cellular Protein Metabolic Process,Negative Regulation Of
Cellular Bi ic Pre i ic Pre is,Immune System
Development,Regulation Of Translation, Behavior,Regulation Of Protein Metabolic
Process,Nega

Intrinsic To Membrane,Membrane Part,Membrane,Integral To Membrane,Plasma

Membrane,Signal Defense Respon: y Response,Response To
tress,Immune R Immune System P R To External Stimulus,R
To Wounding, Interleukin Binding,Receptor Activit Receptor

Activity,Hematopoietin Interfer

Regulation Of Secretion,Positive Regulation Of Cell Proliferation,Establishment Of
Localization,Hormone Secretion,Regulation Of Hormone Secretion,Negative Regulation Of
Cellular Process,Cell Cell Signaling,Secretion,Generation Of A Signal Involved In Cell Cell
Signaling, Negative Regulation Of Secretion, Cell Proliferation Go 0008283,Positiv

Region, Region Part, pace,
Complex,Protein Complex,Positive Regulation Of Phosphate Metabolic Process,Positive
Regulation Of Response To Stimulus, Positive Regulation Of Signal Transduction,Regulation Of
Defense Response,Multi Organism Process,Jak Stat Cascade, Cell Development,Cell Acti

Region Part, pace,
Complex,Protein Complex,Positive Regulation Of Translation, Positive Regulation Of Response
To Stimulus,System Development,Regulation Of Defense Response,Positive Regulation Of Cell

feration, Cell Cell Activation, T Cell Positive R
Cell Fraction,Soluble Fraction,Defense R R R To
tress,Response To External Stimulus,Response To Wounding

Intrinsic To Plasma Membrane, Extracellular Region,Intrinsic To Membrane, Cytoplasmic
Part,Membrane Part,Golgi Apparatus,Membrane, Cytoplasm,Cell Fraction,Extracellular Region
Part,Integral To Membrane, Integral To Plasma Membrane,Endosome,Membrane
Fraction Extracellular Space,Plasma Membrane Part,Plasma Membrane, Positive Regulation Of
Cell Pr

Regi Region Part, Metabolic
Process,Cell Biopolymer Metabolic Pr Process,

Cell Death,Cell Cell Signaling,Immune Response,Cellular Protein Metabolic

Pre Pr Biopolymer

Biosyntheti

Extracellular Region,System Development,Positive Regulation Of Cell Proliferation, Cell
Activation,T Cell Proliferation,Positive Regulation Of Inmune System Process,Biosynthetic
Process,Anatomical Structure is,Cytokine Metabolic Process,Regulation Of Cell
Adhesion,Regulation Of T Cell Activation,Cytokine Production,Positive Regul

Signal Transduction,Cell Surface Receptor Linked Signal Transduction Go 0007166, Defense
Response,Inflammatory Response,Response To Stress,Response To External
Stimulus,Response To Wounding

Region Part, Space,Cell Negative
Regulation Of Apoptosis,Programmed Cell Death,Defense Response, Negative Regulation Of
Cellular Process,Regulation Of Proce:  Response To

Stress,Negative Regulation Of Cell Proliferation,Anti Apoptosis,Cell Prolif

Region, Region Part, Space,Cell D ignal

Transduction,Programmed Cell Death,Negative Regulation Of Cellular Process,Cell Cell

Signaling, Negative Regulation Of Cell Proliferation,Cell Proliferation Go 0008283, Negative

Regulation Of Biological Process, Apoptosis Go,Regulation Of Cell Prolifera

Intrinsic To Plasma Membrane,Intrinsic To Membrane, Membrane Part,Membrane, Integral To

Membrane,Integral To Plasma Membrane,Plasma Membrane Part,Plasma

Membrane,Interleukin Binding,Receptor Activity, Transmembrane Receptor

Activity Hematopoietin Interferon Classd200 Domain Cytokine Receptor Activity, Interleukin

Receptor Activity,Growth Facto

Intrinsic To Plasma Membrane,Intrinsic To Membrane,Membrane Part,Membrane,Integral To

Membrane, Integral To Plasma Membrane, Plasma Membrane Part,Plasma

Membrane, Macromolecular Complex Assembly, Defense Response, Inflammatory

Response,Response To Stress,Cellular Component Assembly,Protein Complex

Assembly,Protein Metabolic Process,Response To
i Region Part,

Signaling Protein Activity,Cytokine Activity,Growth Factor Activity

Region,Regulation Of Biological Quality,System Positive Regulation
Of Cell P Cell Negative Regulation Of Apoptosis, Cell
Activation Cell Death, Immune System

Development,Regulation Of Growth, Negative Regulation Of Cellular Process, T Cell Diffe

Positive Regulation O Cell Proliferation,Cell Development,Cell Activation, T Cell
Proliferation,Positive Regulation Of Immune System Process,Developmental
Maturation,Regulation Of T Cell Activation, Positive Regulation Of Multicellular Organismal
ProcessPositive Regulation OF T Cell Proliferation, Leukocyte Activation,Positive Regulation OF

Jak Stat Cascade, Biopolymer Metabolic Process,Regulation Of Tyrosine ion Of
Stat Protein,Signal Transduction,Regulation Of Protein Amino Acid

i ulation Of Protein Modification Process,Regulation Of Protein Metabolic
Process,Regulation Of Signal ion,Regulation Of Peptidyl Tyrosine

Phosphorylation,Regula

Regi Region Part, Space,Positive Regulation Of
Phosphate Metabolic Process,System Development,Positive Regulation Of Cell
Nervous System Cell Negative Regulation Of

Apoptosis, Biopolymer Metabolic Process Positive Regulation Of Phosphorylation,Regulation
Of Pro

Region Part, Space,Dna Metabolic Process,Rna
Metabolic Process, Positive Regulation Of Translation,System Development,Positive Regulation
Of Transcriptiondna Dependent,Positive Regulation Of Cell Proliferation,Cell

Negative Regulation Of Apoptosis, Cell Activation,Bi Metabol

Regi Region Part, Space,Positive Regulation Of
Phosphate Metabolic Process,Biopolymer Metabolic Process,Positive Regulation Of
Phosphorylation, Regulation Of Protein Amino Acid Phosphorylation,Regulation Of Protein
Response,Regulation Of Protein Metabolic Process,Regula

i Region Part, Space,Regulation Of Biological
Quality,Positive Regulation Of Translation, Negative Regulation Of Cellular Metabolic
Process,Positive Regulation Of Cell Proliferation,Cell Development, Negative Regulation Of
Cellular Protein Metabolic Process,Negative Regulation Of Apoptosis, Signal
Intrinsic To Plasma Membrane,Extracellular Region,Intrinsic To Membrane,Membrane
Part,Membrane, Integral To Membrane, Integral To Plasma Membrane, Receptor
Complex,Macromolecular Complex, Protein Complex,Plasma Membrane Part,Plasma
Membrane,Signal Transduction,Cell Surface Receptor Linked Signal Transduction Go
0007166, Multicellular Organismal
Extracellular Region, Regulation Of Biological Quality, Positive Regulation Of Cell
Differentiation,System Development, Positive Regulation Of Cell Proliferation,Cell
Development,Negative Regulation Of Apoptosis, Cell Activation,Positive Regulation Of Immune
System Pros i fati Cell Death, fesis, Immunt
Svs

Region, Region Part, Space,Positive Regulation Of
Response To Stimulus,System Development, Viral Genome Replication,Cell
Activation,Regulation Of Response To External Stimulus,Signal Transduction, Reproductive
Process,Cell Surface Receptor Linked Signal Transduction Go 0007166, Negative Regulation Of
ce

Positive Regulation Of Translation,Positive Regulation Of Cell Proliferation, Biosynthetic
ProcessPositive Regulation Of Cytokine Biosynthetic Process,Cytokine Metabolic
Process,Regulation Of Translation, Defense Response,Regulation Of Protein Metabolic
Process,Cytokine Production,Cellular Biosynthetic Process, Positive Regulation Of Cellula

Rna Metabolic Process,Biopolymer Metabolic Process, Nucleobasenucleosidenucleotide And
Nucleic Acid Metabolic Process, Transcription Dna Dependent,Rna Biosynthetic

Process, Transcription, Transcription From Rna Polymerase Ii Promoter

Rna Metabolic Pr Biopolymer Metabolic Pr " ide And
Nucleic Acid Metabolic Process, Transcription Dna Dependent,Rna Biosynthetic
Pra iptic iption From Rna Polys li Promoter,Rna Polymerase li

Factor Activity Factor Bindiny

Cofactor Activity

interleukin 10
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